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GENETIC TRANSFORMATION IN TRICHODERMA REESE/ FOR 
THE IMPROVEMENT OF CELLULASES PRODUCTION 

[51] 
Talkhan1

, Fatma N.; AM. EI-Bondkly1 and S.A Dora' 

ABSTRACT 

The fungal strain Trichoderma reesei NRRL 12368 and three of its induced mu­
tants, namely S/26, B/1 and 6/12, which were selected according to their cellulases 
activity, were used to be transformed in this investigation. The bacterial strain 
E. Coli JM I 09 free g!.asmid was used as competent cells to host and clone the re­
combinant plasmid P HJ. HPh '

2
·
2 which carries cellobiohydrolase I gene (ebb!). All 

transformants were isolated after growth on hygromycin B selective medium and 
were evaluated for cellulases activity. Results indicated that: F pase and CMCase 
activities were increased, while I} - glucosidase did not change in all transformed 
isolates. After transformation of T. reesei NRRL 12368 with plasmid DNA, the 
transformants were proved to produce 20"/o F pase and 21.6% CMCase more than 
their recipient strain NRRL 12368. When S/26 isolate was used as recipient in trans­
formation, II clones were isolated and their production increased with 21.1 % F pase 
and 23.3% CMCase more than those of6/12. When the isolate B/1 which failed to 
produce any cellulases activity was transformed with plasmid pCBHI-Hph·2·

2 all trans­
formants produced only Fpase and CMCase, giving about 24% or 16% of the origi­
nal culture, Fpase and CMCase, while they did not produce any II· glucosidase like 
their recipient strain B/ I. 
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INTRODUCTION 

Trichoderma reesei has been long, 
and still is the best studied cellulolytic 
organism. The techniques of genetic en­
gineering have greatly increased our un­
derstanding not only of the cellulase en­
zymes but also of the molecular biology 
of the fungus itself and gene replacement 
have enabled construction of novel 

Trichodeuma strains producing altered 
mixtures of cellulolytic enzymes which 
are better suited for industrial applica­
tions than the cellulase preparations ob­
tained with the conventional production 
strains. Penttilli et at (1986) cloned and 
sequenced the gene and the full- length 
eDNA coding for the major endoglu­
canase EG-1 and compared this to the 
ebb 1 gene sequence to clarify the rei a-
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