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ABSTRACT

Catfishes (order Siluriformes) include about 31 families and 400 genera comprising together
over 2200 described species. Bagrid catfishes ( family Bagridae ) are among the well marketable
freshwater fishes in Egypt, because of their affordability and tasteful flesh.

Random amplified polymorphic DNA (RAPD) analysis was applied to four species belonging
to family Bagridea: Bagrus bayad, Bagrus docmac, Chrysichthys auratus and Chrysichthys
rueppelli, that are widely distributed in the whole River Nile and Naser lake.

To estimate RAPD variations among these four species, genomic DNA samples were
examined using 10-mer arbitrary primers. Among the ten primers tested, six produced highly clean
and reproducible RAPD profiles. A total of 150 bands were amplifiedfrom the ten primers. Out of
these, 15 showed common bands which were shared by the four investigated species, the other 135
bands (90%) were polymorphic. 1ndividual primers differed in the amount of interspecific variation
detected. On average, each primer produced 13.5 polymorphic fragments. The results were
presented in the form ofa matrix ofpresence-absence data for the 150 RAPD bands, and Jaccard's
coefficients of similarity were used to generate a dendrogram illustrating the genetic similarity
among the four species analyzed.

1n this study, RAPD analysis has generated DNA markers that can distinguish clearly thefour
investigated species.

Key words: RAPD-PCR, Bagrid catfish, genetic variation.

INTRODUCTION

R
ecently, molecular marker techniques,
such as RFLP, RAPD and AFLP,
have provided tools to evaluate genetic

variation and explore evolutionary
relationships among and within species
(Baradakci and Skibinski 1994; Li et ai.,
2001). Random amplified polymorphic DNA
(RAPD) technique (Williams et al., 1990) is
based on the poylmerase chain reaction (PCR)
amplification of genomic DNA with single
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primers of arbitrary nucleotide sequences.
These primers detect polymorphism in
nucleotide sequences that can be used as
genetic markers.

Genetic analysis with RAPD markers is
relatively easy, fast and efficient. Therefore,
RAPD markers have been widely used for
evaluating genetic variation and genetic
relationship in plants (Tatineni et al., 1996;
Chen and Sun, 1997), insects (Hadrys et al.,
1992), and mammalian populations
(Woodward et al., 1992). The RAPD analysis
















