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ABSTRACT: Partial nucleotide sequence of the coat protein gene of an 
Egyptian isolate of bean yellow mosaic virus · (BYMV/CP-E) was 
determined. The fuU length of the coat protein gene was 822bp 
corresponding to a 274 amino acids. A reverse transcription polymerase 
chain reaction (RT-PCR) method has been developed to amplify 352 bp 
fragment ofBYMV/CP. BYMV/CP-E fragment was cloned and sequenced 
using an ABI-PRISM 310 genetic analyzer. Comparison of the BYMV/CP­
E sequence with those of the American (A), Netherland (N), and Japanese 
(J) BYMV isolates revealed that coat protein is highly conserved, with 
nucleotide sequence identities of 90-100%. The Netherland and American 
isolates were identical to the Egyptian isolate, indicating that these isolates 
might have evolved from a common ancestor. Molecular hybridization 
assay using digoxigenin-labeled probe has been developed and applied for 
the detection of BYMV in a small amounts of infected faba bean tissues 
(30pg). The assays used in this study are accurate, easy to perform, and 
applicable for screening of BYMV in imported faba bean cultivars. This 
virus now can be positively identified from infected faba bean tissues in a 
few hours instead of a few months by symptoms on indicator plants. 
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