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USE OF TISSUE PRINT-IMMUNOBLOTTING FOR
DETECTION OF BARLEY YELLOW DWARF

LUTEOVIRUS

[3]
Salama', M.I.; I.A. Abdel-Hamid'; Safaa G. Kumari';

and A.S. Sadik'

ABSTRACT

Direct tissue blot inununoblotting assay (TBIA) on nitrocellulose membrane was
successfully used for the detection of barley yellow dwarf luteovirus (BYDV) in ar
tificially virus-infected stems of barley plants. In this study, the virus antigens on the
blots were detected by means ofgoat antirabbit (GAR) labeled with alkaline phos
phatase (AP), as a clear difference between the virus-infected sample (a purplish
blue color) and non-infected control was appeared. The use of GAR labeled with
gold was also successfully used for detecting BYDV as the gold-labeled antibody
was directly visible because of its pink color in virus-infected blots. Results also
showed that the virus was localized in the xylem of virus-infected tissues, while no
reactions were seen with tissues from healthy plants. In this technique, the free

'binding sites on the membrane were blocked by 2 hr incubation in phosphate buff
ered saline containing 2% bovine serum albumin. The binding of AP and gold
labeled-antibodies were detected on the washed blots by means of nitroblue tetrazo
Iium (NET) and 5-bromo-4-ehloro-3-indolyl phosphate (BClP) and the silver En
hancer staining complex, respectively. These results paid an attention to that the vi
ral antigens might be identified by TIBA, although they occur in low concentrations
in virus-infected plants.
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INTRODUCTION

Barley yellow dwarf viruses (BYDV)
are phloem-limited luteoviruses that
infect members of Poaeeae family such

as barley (Hordeum vulgare 1..), wheat
(Triticum aestivum 1..) and oat (Avena
sativas 1..) (Hoffman and Kolb, 1998).
The BYDV originally was classified into
4 strains (PAV, MAV, RPV and RMV)
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