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ABSTRACT

Eight isolates of Fusarium oxysporum f.sp. vasinfectum (FOV) were tested for
levels of pathogenicity on 45-day-old greenhouse-grown seedlings of six cotton
genotypes. Isolate x genotype interaction was a very highly significant (p = 0.0094)
source of variation in wi~ incidence suggesting that isolates responded differently to
different genotypes. Due to the significance of isolate x genotype interaction. a least
significant difference (LSD) was used to compare between the individual isolate
means within genotypes, based on these comparisons, ij was easy to differentiate
between some of FOV isolates by their differential pathogenicity on some of the
genotypes. On the other hand, some isolates was indistinguishable because they
showed nonsignificant differences on any of the genotypes. Proteins of the isolates
were compared by sodium dodecyl SUlfate-polyacrylamide gel electrophoresis (SDS
PAGE). Gels were stained with Coomassie Brilliant Blue R-250 (CBB) or silver nitrate
(SN). Cluster analysis of the protein banding patterns by the unweighted pair-group
method based on arithmetic means (UPGMA) placed the isolates in several groups.
Similarity levels among the isolates on staining with SN were less than those of CBB,
which indicates that SN was more sensitive than CBB to detect the differences among
the isolates in protein banding patterns. There were isolates specific bands by which
isolates, particularly those belonged to different groups, could be identified. Some
isolates, which were indistinguishable by pathogenicity test, were easily distingUished
by their specific bands after staining with SN. The results of the present study indicate
that isolates of FOV could be identified by their differential pathogenicity on a set of
cotton genotypes, combined wijh their specific parotein bands separated by
electrophoresis and stained with SN.

INTRODUCTION

Fusarium wilt (Fusarium oxysporum Schlecht f.sp. vasinfectum, (Atk.)
Snyd. and Hans.) of cotton (Gossypium spp.) was first described by Atkinson
(1892) in the USA. The earlist report of the disease outside the USA came
from Egypt (Fahmy, 1927), where it spread rapidly with the release of the
Sakal cultivar during the 1920s. Fusarium wilt now occurs in all the main
cotton-growing areas of the world (Watkins, 1981). Fusarium oxysporum f.sp.
vasinfectum (FOV) casued serious losses in the commercial Egyptian cottons
(G. barbadense L.) in the late fifties. Since than, an extensive cotton-breeding
program was initiated to develop cultivars resistant to the disease.
The Egyptian race of FOV (race 3) has long been known in the Nile Valley,
where it remains one of the most damaging pathogens on G. barbadense






























