J. Agric. Sci. Mansoura Univ., 30 (10); 5725 - 5738, 2005

DIALLEL CROSSES ANALYSIS FOR YIELD AND ITS

COMPONENTS IN BREAD WHEAT
Abdel Nour, Nadia A. R; H. A, Ashoush and Sabah H. Abo Elela
Wheat Research Dept. Field Crops Research Institute, A.R.C., Egypt

ABSTRACT

A half diallel cross among seven bread wheat genotypes (Parents) namely
R.C.B 143, R.C.B 70, R.C.B 122, Sakha 202, Sakha 206, Gemmeiza 7 and Sids1
were evaluated for yieid and its components as well as some other agronomic
characters in the F1 and F2 generations. Genotypes mean squares were significant
for all studied characters. Mean squares for parents in‘crosses as an indication for
heterosis were significant for all studied cheracters in the F1 and F2, except plant
height and 1000-kernel weight in F1 and spike length, 1000-kernel and grain yield in
F2. Both general and spacific combining ability (GCA and SCA), were significant for
ali studid characters in the F1 and F2, except SCA for plant height in F1 and spike
length in F1 and F2. These results indicate the importance of both additive and
dominance genetic variance in the inheritance of most characters. Though most of
estimates of not GCA/SCA exceeded unty, most of then was not significant to show
the probablity of equal importance of both addition and non-addition gene action.
Moreaver, the parents P4 (R.C.B 122) and P5 (R.C.B 70} were the best combiners for
grain yield in F1 and F2 but P& (Gemmiza 7} in F1 only. Meanwhile, significant SCA
effects for grain yield were found in the crosses between (P1xP3), (P1xP7), {P2xP4),
{P2xP8), {P3xP4), (P4xPT), {P5xP6) an {P5xP7) in the F1 and {(P1xP3), (P2xF3),
(P3xPT), (P4xP5), (P4xP6), and {P5xPT), in the F2. The additive variance effects
were significant for all studied characters except for 1000 kernel weight, grain yield
and total plant weight in the F1, being significant for most characters in the F2. Over
dominance effects of heterozygous loci were significant for most studied characters in
the F1 and F2. Values of (H2/4H1) analysis being less than 0.25 indicated
asymmetric distribution of positive and negative alleles among parents for all
characters in the F1 and F2. On the other hand, narrow sense heritability was low for
some characters, indicating the importance non-additive genetic effects.

INTRODUCTION

Wheat is the major cereal crop in Egypt, which receives the maost
attention of specialisis in plant breeding to increase grain yield by developing
high yielding wheat cultivars. The assessment of the nature of genetic
variation is crucial to any breeding program, since the choice of an
appropriate breeding method depends on the relative importance of various
~enetic parameters.  In wheat, plant height and spike characiers are
important attributes that determine the desirability of progeny of any crosses.
The appropriate selection for these characters may greatly contribute towards
enhancement in the yielding ability. Dominace gene action would tend to
favor the production of hybrids, whereas additive gene action signifies that
standard selection procedures would be more effective in breeding about
advantageous changes in the characters (Edwards ef af., 1976).

Successful breeding programs need continuous information on the
genelic variation and systems governing grain yield and its components.
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However, contradictory results were obtained by several authors with respect
to genetic systems governing wheat grain yield and its components. For
instance Uddin and Jearder (1987), Hendawy {1990) and Ikram and Tanah
(1991) indicated that additive and non-additive gene effects played equal
roles in the inheritance of grain yield, number of spike/plant, number of
kernels/spike and kernel weight, Morover, El Hennawy (1992) revealed that
additive and dominance gene effects were important for grain yield and
number of kerneles/spike. From eight wheat genotypes,. Mahmoud (1999)
revealed that additive and non-additive gene effects were controlling the
genetic systems of grain yield and its components. In addition, El-Sayed et
al. (2000), Mostafa (2002) and El-Sayed (2004) found that both additive and
dominance variances were significant for number of spikes/plant, number of
xernels/spike, kernel weight and grain yield/plant. Similarly, Hamada
Tawfelis (2001) showed that additive and non-additive gene effects have
important roles in controlling the genetic system for plant hight, number of
spikes/plant, number of kernels/spike, kernel weight and grain yield/piant.

On the other hand, Sharma and and Smith (1986) as well as Salem
and Hassan (1991) found that non-additive gene effects were more important
in the inheritance of grain yield/plant and number of spikes/plant. Simelary,
Dawam and Hendawi (1990) and Darwish {1992) found that dominance gene
effects were significant for grain yisid/plant, number of kernels/spike and
kernel weight. Reversely to that, Mekhamer (1995) reported that additive
gene effects were significant for number of kemnels/spike and kernel weight.
On the other side, El-Sayed ef al. (2000), Ashoush ef al. (2001), Abd EI-
Hameed (2002) and El-Sayed (2004), found that GCA and SCA were
significant for days to heading and plant height.

Concerning the heritability values, Tamam and Abd El-Gawad (1999)
found high heritability, in broad and ngrrow sense, for days to heading,
number of spikes/plant, kernel weight and grain yield/plant, being tow for
number of kernel of kemnel/spike. On the other hand, El-Sayed et al (2000)
found that these values were medium or low for spike length, number of
spikes/plant, number of kernels/spike and grain yield/piant, while estimates
for number of days to heading and 1000-kernel weight, fiuctuated from
medium to high.

The present study was initiated to estimate heritability and nature of
gene action for grain yield and its components as weli as some other
agronomic characters in seven parental dilial crosses of bread wheat.

MATERIALS AND METHODS

The field work of this investigation was conducted at Etay El-Baroud
Agricultural Research Station, Behera Governorate, Egypt, during the three
successive growing seasons 2001/2002, to 2003/2004. Seven bread wheat
cultivars representing a wide range of gentic variability were selected for this
investigation, (Table 1).
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Table {1): Names and Pedigrees of Seven Parents of Bread Wheat.

No. | Variety or Name and Pedigree Origin
Line
1 | R.C.B 143 | Sx/Cardinal. Syria

2 | Sakha 202 | BL 1133/3/cMHT79A.955*2/CNO79// CMHT9 Egypt
A.955/Bow"s"CM.106804-1S-18-25.
3 | Sakha206 | BL 1133/3/CMH79A.955*2/CNO79// CMH79 | Egypt
A 955/Bow’"s"CM.106804-1S-4S-3S.

4 |R.CB122 | Star"s"SWM7215-2Y-iY-0Y-2Y-0Y-41m-0Y. Mexico

5 |RCB70 Shi H4414/Crow"s"Swn 11508-4AP-2AP-1AP- | Mexico
2AP-0AP,

6 | Gemmiza7 | CMH74A.630/SX//SER182/AGEWT Egypt
CGM4611-2GM-3GM-1GM-0GM.

7 | Sids 1 HD21/PAVON"S"//1158.57/MAYAT74S". Egypt

In 2001/2002 season, all possible crosses (without reciprocals) among
the seven parents were done. |In the second season (2002/2003) the 28
entries (21 F1'° and 7 parents) were planted in the field using the randomized
complete block design (RCBD) with three replications according to Steel and
Torri (1980). In (2003/2004) F2 and parents were planted in the field using
RCBD with three replications. Each entry was planted in a plot of two rows;
for parents and F1 and six rows for F2. Every row was 3.0 m long and 30
cm, apart, and contained 15 seeds, spaced 20 cm. Apart. Data were
recorded on a random sample of 10 guarded plants from each row. The
studied characters were days to heading, plant height, {cm.), spike length
(em.), number of spikes/plant, number of kernels/spike, 1000-keme! weight
(gm.), grain yield/plant {gm.), and Total plant weight {gm.).

The analysis of variance for general and specific combining ability
estimates were obtained by employing Griffing’s {(1956) diallel crosses
analysis designated as method 2, modet 1 and further genetic analysis was
carried out as described by hayman (1954).

RESULTS AND DISCUSSION

Analysis of varlance for all studied characters (days to heading, plant
height, spike length, number of spike/plant, number of kernel/spike, 1000
kernel weight, grain yield/plant and total weight/plant), for F1 and F2 are in
table (2). Analysis indicated that the significant mean squares of genotypes
for all studied characters in the F1 and F2., suggesting the presence of ture
differences among genotypes. Mean squares due to parents vs. crosses
were significant for all studied characters of the F1 and F2 except plant
height, and 1000 kernel weight in the F1 and spike length, 1000 kernel weight
and grain yield in the F2, this indicating hetrosis of the most F1 and F2
Crosses.

Table (2) shows the resuits of the analysis for GCA, SCA and the
GTA/SCA ratio. The variance associated with GCA was significant in all
studied characters in the F1 and F2 generation.
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Table (2): Obsewed mean squares from ordinary analysis and combining ability analysis in the F1 and F2

generation of wheat crosses.
D i Plant Spike Number of I\:rukmberl 1000-kernel Grain vield Total plant
Source d.f h:g:i: height length spikes per o el;ne weight r:(u;:ny) weight
9] (cm) {Cm.) plant sr[:?ke {gm.) : {gm.)
F1:Hybrides :
Replication | 2 4.41 228.31 2.87 3.30 478 251.17* 12.02 4464.50
Genotypes | 27 | 192.15** | 5513.71* | 16.11** 81.32* 309.28** 217.59" 929.00** 58968.77**
Parents 6 | 203.22* | 728.05** | 23.54** 75.28* 446.55* 241.93* 522.97* 34369.10**
Crosses [ 20 | 148.89** | 469.99* 13.68* 63.03* 280.66** 210.86* 973.36** 50996.18**
Pvs.C 1 450.85** | 104.17 20.00** 483,36** 58, 14** 206.23 2477.83** | 366018.90*
GCA 6 106.61** | 437.78** 3.45* 49 24** 185.50** 146.48** 100.82** 19274.30**
SCA 21 51.89* 95.08 5.92 20.79* 79.55** 51.40** 369.34* 19765.38**
Error 9.15 218.67 2.08 4.90 13.56 53.93 11.94 3188.01
GCA/SCA 2.06 4.60 0.58 2.37 233 2.50 0.27 0.98
F2:Crosser
Replication | 2 0.44 109.00 4.44 0.84 2.94 45,51 521.47 6.18
Genotypes | 27 | 134.97** | 692.18** | 5.59" 51.50* 279.88** | 180.90** 1709.06** 26845.52*
Parents | 6 305.3g** | 547.11* | 9.20* 73.75% 290.50* | 293.49** 1926.60*" 64275.83*
Crosses | 20 | 70.28** 749.96* | 4.51 29.31* 289.44* | 153.89* 1728.71** 16256.47*
Pvs.C 1 406.30* | 406.51* | 5.44 361.94* 24.81* 45.44 10.74 34044.20+*
GCA 6 52.52* 623.39* | 3.47" 38.24* 202.53* | 513.78** 825.41* 10813.56**
SCA 21 | 42.84** 118.54* | 1.41 11.15* 62.08** 1114.32* 496.62** 8415.64™
Error 9.63 61.58 2.59 3.76 6.08 16.99 279.51 604.49
GCAJ/SCA 1.23 5.26 2.47 3.43 3.26 0.46 1.66 1.29
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The same leve! of significance was found in most cases for SCA for all
studied characters except for plant hight and spike length in the F1 and for
spike in the F2, Thus both GCA and SCA revealed the presence of both
additive GCA and dominance SCA types of gene effects were indicated for
most characters. From Table {2) it could be noticed that GCA was relatively
larger than SCA for the studied characters, except the spike length, grain
yield and total plant weight in the F1, and 1000 kernel weight in the F2 only.
However, significant ratios of GCA/SCA suggested a predominant role for
additive type of gene action for plant height, consistently over the two
generation, being for ns/pl & nk/s in F2 only.

Parents vs. the hybrids mean squares (Table 2), as on indication to
average heterosis overall crosses were found to be significant for all studied
characters except plant height and 1000 kemnel weight in the F1 and spike
length, 1000 kernel and grain yield/plant in the F2 only.

The mean performance of the seven parental genotypes of wheat are
presented in Table (3). The Cultivar R.C.B 143 (P1) ranked the top for the
lowest days to heading.

Table {3.a); The genotypes mean performance for all the studied traits in
the F1 generation.

Geno- |Davs to Plant | Spike [Number of; Number }1000-kernel| Grain | Total plant
types he:din height | length [spikes per| of kernel | weight [ yield | weight
P 9 (cm) ! (Cm) | plant |perspike| (gm) |{gm)| (gm.

1 93 | 14533 150 15.0 75.0 46.33 4787 | 417867
P2 95.33 | 11233] 19.0 633 100.0 62.67 31.33 61.67
P3 102 | 129.33) 18.33 10.0 101.0 59.33 48.67 | 189.67

P4 103.33 ) 10333 13.0 20.0 71.33 42.67 61.67 | 233.33
P5 122,67 | 10233| 120 18.33 7733 57.0 70.0 165.0
P8 102.33 | 111331 1567 | 17.33 83.67 £9.33 46,73 205.0

P7 §5.33 | 12467 ] 17.0 18.0 76.0 41.0 37.8 185.0
P1xP2 93.33 {12400) 150 11.0 84.67 £9.07 83.67 [ 17333
XP3 95.67 | 13733 | 20.67 14.67 97.67 €2.33 80.0 44333
XP4 108.33 | 129.33 16.67 18.67 79.0 49,63 47.33 | 32667
xP5 11200111400 1533 230 75.33 44.33 420 336.67
XP6 (118331 B7.67 | 2033 2433 97.0 47.77 48331 38333
XP7 114.33 [ 144.00{ 19.33 28.0 81.33 46.37 75.0 300.¢
P2xp3 105.00 7 117.67 | 16.33 14.33 101.67 50.27 $4.67 | 54667
XP4 98.33 126001 150 21.67 78.0 52.17 7733 32667
XP5 88.67 | 11000 15.0 28.0 7233 £1.53 59.67 2150
XP6 109.00 | 115,00} 20.33 16.0 10267 58.9 1027 | 333.33
XP7 104.33 | 120.00 | 16.67 17.0 89.0 50.67 38.0 186.67
P3xP4 108.67 | 114.00| 1633 | 27.67 91.0 46.67 7433 $13.33
xPS 108.67 | 11433} 1667 | 2033 73.67 57.4 43.0 326.67
XP6 108.33 | 104.00] 13.0 18.0 72.67 378 53.0 563.33
xP7 103.33 | 127.33| 15.67 17.67 52.67 511 40.0 303.33
P4xPS 114.67 | 10733} 20.33 25.0 75.0 48.67 54.0 558.33

XP6 107.33 {11000} 1533 18,33 80.67 50.73 53.67 | 22667

xP7 104,33 1 107.67 | 17.33 240 84.33 43.07 62.33 260.0
5xP6 11333 |105.00| 1633 | 2033 93.67 3247 82.0 550.0

XP7 105.00 { 105.00} 16.63 22.0 86.33 31.57 93.0 470.0
PEaP7 105.67 | 113.33] 1833 1 2333 94.67 46.33 61.0 220.0
L.S.DS% 489 12439 | 239 365 6.07 12.41 5.7 93.13
L 1% | 657 | 3212 | 3.4 4.81 8.0 15.95 51 122.63
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The cultivar Sakha 202 (P2) ranked the first for 1000 kernel weight and the
second for number of kernel per spike. Sakha 206 (P3) ranked the first for
number of kernel per spike and the second for 1000 kemnel weight. The
cultivar R.C.B 122 (P4) ranked the first for number of spike per plant and the
second for grain yield per plant. The cultivar R.C.B. 70 (P5) ranked the first
for the grain yield per plant and the second for number of spike per plant. The
mean performance of the tested 21 crosses are presented in table (3). The
earlie st crosses 1o heading were (P1xP2) and (P1xP3). The eight crosses
(P1xP5), (Pi1xF6), (P1xP7), (P2xP3), (P3xP4), (P4xP5), (P4xP7) and
(P6xP7) possessed the highest number of spikes/plant, while the five crosses
(P1xP3), (P1xP8), (P2xP3), and (P2xP6) and (P6xP7) possessed the
highest number of kernel/spike. The heaviest 1000 kernel weight crosses
were (P1xP2), (P1xP3), (P2xP3), (P2xP8). The four crosses (P1xP3),
(P2xP6), (P5xP86) and (P5xP7) possessed the highest grain yield/plant.

Table (3.b): The genotypes mean performance for all the studied traits
in the F2 generation.

Plant | Spike | Number | Number [1000-kernel| Grain | Total plant

tGeneos- ,?:ydsi;t‘o height |length| of spikes | of kernel| weight yield weight

yP a9ing) (em.) | (cm.) | per plant |per spike| (gm) | {gm) | (gm)

P1 94.33 1420 | 140 14.0 61.33 44.33 740 156.0
P2 98.33 |11233] 190 7.0 87.67 64.67 23.33 50.33
P3 97.0 [121.33[ 17.0 10.33 91.67 57.67 29.33 62.33
P4 101.0 (10267 14.33 20.0 79.0 52.33 75.67 135.0

PS 123.0°| 105.0 | 14.67 20.0 7767 43.67 74.67 117.67
PG 102.0 | 113.0 ) 15.67 18.0 85.67 48.67 87.67 385.0

P7 §3.33 | 1250 | 16.0 16.33 79.67 34.0 74.0 403.0
P1xP2 101.67 | 149.0 | 15.67 | 14.67 92.67 43.33 64.67 2100
XP3 94.0 | 1440 16.0 20.33 77.33 53.0 710 296.0

xP4 91.67 [119.33] 15.33 23.0 58.33 46.67 64.33 164.33
xP5 98.67 | 138.0 | 15.0 [ 2467 75.33 4567 86.67 26533
xP6 96.67 1131.67) 15.67 | 2067 80.0 38.33 34.0 227.0
xP7 102.67 |144.67| 15.0 2267 62.67 40.67 44.33 179.0

P2xp3 9567 | 146.0 | 16.33 | 13.33 92.67 4567 66.0 23567
XP4 8333 [120.33| 160 14.67 77.67 46.33 65.67 164.67
xP5 940 1111.0 1633 17.0 80.33 54.67 39.67 204.0
xP6 102.0 (10667163337 1833 33.0 58.0 52.33 206.67
xP7 91.33 {112.33] 1533 | 19.33 82.33 47.67 43.33 199.0

P3xP4 9367 | 8767 | 1467 ( 21.33 80.67 S4.0 35.0 167.0
XPS 8267 [117.33| 17.0 18.0 80.0 46.33 65.33 192.67
xP6 95.67 | 125.0 | 1267 2467 68.33 36.67 51.0 251.67
xP7 94.67 |127.67| 14.0 21.0 gs.0 65.67 78.33 23067

P4xPS 5.0 (118.33] 15.0 2167 87.0 48.67 104.0 441.67
XP6 97.33 |11033( 1533 | 23.33 66.33 47.33 g2.0 330.0
xP7 9567 | 1020 | 120 20.0 7267 43.0 71.0 3100

P54P6 101.0 [122.33| 16.0 18.33 77.0 50.33 58.0 298.33
XP7 98.33 112467| 140 19.0 87.67 55.0 12467 163.67

PExP7 104.67 [11233] 16.0 20.67 72.67 37.33 31.0 150.0

L.5D3% [ 512 (1294 265 32 4.07 6.8 27.57 40.55

1% | 674 | 17.04 | 349 4.21 535 8.95 36.31 53.4

P1, P2, P3 and P7 may be good combiners for early heading since
they showed negtive general effects, being significant in one generation. P2
& P3 are the best combiners for k/s & kwt as P4 & P5 were for s/pl and gy/pl,
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all being consistently are the two generation P4, P5 &P8 are valuable for
short stemns.

Estimates of GCA effect for parents in F1 and F2 are presented in
table (4). Significant positive values would be interest except for days to
heading and plant height. For days to heading P1, P2 and P7 were the best
combiners for ear lines in the F1, but P3 and P4 were the best combiners in
the F2. For number of spike per plant and grain yield per plant P4 and P5
were the best combiners both F1 and F2, P6 was good combiner for
increasing grain yield per plant and number of kernel per spike in the F1.

Specific combining ability effects for the studied characters are
presented for the F1 and the F2 generation in Tables 5.2 and 5.b,
respectively. Four, two five, seven nine, one, eight crosses showed significant
specific combining ability effects for days to heading, plant height, spike
length, number of spike per plant, number of kernel per plant, 1000 kernel
weight, grain yield per plant and total plant weight in the F1, this crosses
(P1xP3), (P1xP7), (P2xP4), (P2xP6), (P3xP4), (P4xP7), (P5xP6) and
(PSxP7) are considered to be promising hybrids for grain yield improvement
purpese, as they showed high specific combining ability effects and involved
one of the parents as good combiner. it is worthy {o note that the first this
hybrids were a result of crossing poor x good and good x goed general
combiners.

In F2, Six, five, one, nine, six, four, six, eight crosses showed
significant specific combining abitity effects for days to heading, plant height,
spike length, number of spike per plant, number of kernel per spike, 1000
kernel weight, grain yield per plant total plant weight respectively.

The crosses (P1xP3), (P3xP7), (P4xP5) and (P5xP7) are considered to
be promising hybrids for grain yield improvement purpose. The most
promising crosses are both generation may be P1xP3 & P5xP7. In such
hybrids, desirable transgessive segregates would be expected in the
subsequent generations, if the additive genetic system present in the good
combiner and the complementary epistatic effects.

The diallel analysis as obtained by Hayman (1954) is an attempt to
partition phenotypic variation in to genotypic and enivronmentai component
and to further subdivision of genetypic variation in to its components, which
can be used to draw inferences about the genetic system.

The estimaies of genetic components of variation, i.e. D,F,H.,H2, and
h* obtained by Hayman's analysis for F1 and F2 are presented in table (6).
The additive compents of genetic variance effect (D) were significant for all
traits in both generation, except 1000 kernel weight, grain yield per plant and
tctal plant weight, in F1. The dominant component (H1) was significant for all
studied characters at both generation except plant height in the F1. In the
two generation values of (H1) were larger in magnitude than the additive
compgnent (D) indicating predomination of dominatnce gene action in all
fraits. The components of variation due to the dominance effect associated
with gene distribution (H2) was significant for all trais except plant height and
1000 kwt in F1 and spike length in F2.
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Table (4): Estimates of general combining ability (GCA), effects of parents from F1 and F2 generation.

Plant Spike Number of | Number of L
Days to reiaht tenath spik ol per 1000-kernel Grain yield Total plant
Source heading |(c,?1_) (Cr%.} P pﬁ;{:er ke;’;ikg weight (gm.) {gm.) weight (gm.)
F1 Hybrid
P1 -1.39* 10.6™ 0.41 -0.62 -1.6* 0.38 -2.95" 25.39*
P2 -5.46** 0.52 0.3 -3.62* 5.44* 6.52* -1.95** -75.02**
P3 -0.76 4.64 0.4 ~2.29* 4.67 3.83n -2.88** 55.09*
P4 0.87 -3.51 -0.74* 2.46™ 541 -2.556 2.67™ 10.91
PS5 5.24* -7.92* -1.03** 2.46* -5.371" -2.18 5,15% 22.94
P6 2.91* -8.22** 0.15 0.2 3.26™ -0.65 2.65 12.94
P7 -1.42* 3.89 0.49 1.42% -1.00 -5.35* -2.59** -52.24*
L.S.D
5% gi 1.09 5.32 0.52 0.8 1.33 2.64 1.24 20,32
1% gi 1.43 7.01 0.69 1.05 1.75 3.48 1.64 26.76
5% gi-g| 1.66 8.13 0.8 1.23 2.02 4.04 1.9 31.04
1% gi-gj 2.19 10.71 1.05 1.60 2.67 532 25 40.88
F2 Crosses
P1 -0.65 15.73** -0.25 0.5 -7.39* -3.27* 0.75 -13.52**
P2 -0.57 0.1 1.23* -4.24* 539" 4.25" =14 .22 -50.52**
P3 -3.28* 2.35 0.19 -1.02** 5.08* 3.3+ -10.14* -28.89%
P4 -1.24* -11.76** -0.66* 1.61* -2.76* 0.55 8.56" 8.04
P5 3.98** -3.05* -0.03 1.13* 1.79* 0.8 12.49** 3.63
P8 2.39* 3.87* 0.04 1.39* -1,87** -2.38** -1.29 52 04*
P7 -0.65 0.5 -0.51 0.65 -1.13* -3.27* 3.82 20,22
L.S.D
5% gi 1.12 2.82 0.58 0.7 0.89 1.48 6.02 8.85
1% gi 1.47 3.72 0.76 0.92 1.17 1.95 7.92 11.65
5% qgi-gj 1.71 4.32 0.89 1.07 1.368 227 9.19 13.52
1% gi-g) 2.25 5.68 1.17 1.4 1.79 2.99 12.10 17.8
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Tabie (§.a); Estimates of specific combining ability (SCA), effects for all the studied characters in the hybrids.

Plant

Spike

Number of

Number of

Days to : . 1000-kernel Grain yield Tolal plant
i . gl N - .
Genotypes heading '('8',;’___“ l(gt?‘l_? Sp'll;ﬁlsn{"’r ke;r;)?'l(ger weight {gm.} {gm.) weight (gm.)
P12 4,88 -3.5 ~242 -3.92** -41° 2.26 2.04 -99.56**
P1xP3 .7.25% 547 3.14 -1.58 068" 872" 27.3* 40.33
PixP4 3.79* 58 0.29 -2.32* 1.08 1.9 -10,892¢ -32.15
BixpP5 3.08° -5.13 0.75 201 -2.62 -38 -18.62* -34.19
P1xP6 11,75 3117 3.07 5.6 10.42** -1.86 -11.89* 32.48
PixP7 12.08** 13.06 1.73* 6.05" -0.99 1.43 22.01% 433
P2xp3 6.16* -3.04 -1.08 1.08 6.64** -0.99 0.97 244.07**
P2xP4 214 11.54 -1.27 3.68'* -6,95** -1.71 18.08** 68.26'*
P2xP5 -16,18** 0.94 -0.97 10.01* -12.66** -2.72 -1.96 -55.44*
P2xP6 6.49** 6.24 3.18** 0.27 9.05** 413 43.44* 72.99*
P2xP7 6,16 -0.87 -0.82 0.05 -0.36 -0.41 -15.99* -8.59
PaxP4 3.49* -3.57 -0.05 834 6.82* -4.52 16.01* 124.82**
PIxP5 -0.88 117 0.58 1.04 -10.55* 5.84 -17.7** -13.89**
P3xPs 112 -B.87 -4.27* 0.94 «20.18* -15,29** 5.31* 17278
P3xP7 0.45 2.35 -1.94* -0.62 -6.92* 271 -13.06* -22.04
P4xP5 3.49* 2.32 5.4 0.94 0.86 3.49 «12.25* 201.96**
P4xP8 -1.51 528 -0.79 -3.47* =21 4.03 -10.19** -119.7**
PaxP7 018 -9.17 0.88 0.97 8 1.06 372 -21.19
P5xP6 012 4,69 051 -1.47 10.86* -14.91"* 15.77* 191.59**
PSxP7 -3.88* -1.43 0.51 -1.03 7.79** -10.81 32.01* 176.78**
P&xP7 -0.88 1.2 0.99 257" 749" 2.43 241 63.22
LSD
Sij 5% 269 13.17 1.29 1.97 3.28 6.54 3.08 50.29
1% 355 17.35 1.7 26 432 8.61 4.05 66.23
Sij-Sik 5% 4.7 22,99 225 3.44 573 11.42 5.37 87.8
1% 6.19 30.28 2.96 453 7.54 15.04 7.08 11562
Sij-Skl 5% 4.4 21.51 210 3.0 5.36 10.68 5.03 82.13
1% 5.79 28.32 2.77 4.24 7.05 14.07 6.62 108.15
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Table {5.b): Estimates of specific combining ability (SCA), effects for alf the studied characters in the F2 Crosses.

Plant Spike Numberof | Number s
Days to : ; 1000-kernel | Grainyield | Tota! plant
G . ength spikes per : :
enotypes heading 'Egﬁh}t I(c%_) plpl antp g;rk:{)?fé weight {gm.} {(gm.) weight {gm.)
P1xP2 541 12.04*" -0.68 -0.28 15.23** -5.99* 14.85 52.12*
P1xP3 0.44 478 0.69 247 -0.69 46" 17.07* 116.49**
P1xP4 393 -5.78 0.88 2.2 -10.95** 1.05 -8.26 -52.10**
P1xP5 -2.15 419 -0.08 4.35* 1.49 0.79 10,15 53.31*
P1xP6 -2.56 -1.33 0.51 0.09 a.82" -4.36" -28.74* -33.44"
P1xP7 6.48** 7.3" 04 2.83% -8.25* -1.14 -23.52* -58.62**
P2xp3 2,04 22.41* -0.45 -0.09 1.86 -10.25* 27.04* 93.16**
P2xP4 -2.33 10.85** 0.07 -1.39 -4.4* -8.81* 8.04 -14.77
P2xP5 -6.86** -7.19* -0.23 1.43 -6.29" 1.27 -21.89** 2897
P2xP6 2.7 -10.7'* -0.31 25 0.05 7.79* 456 -16.77
P2xP7 -4.93* -9.41* -0.75 4.24* -1.36 -1.66 -9.56 -1.62
P3xP4 0.7 -24.07 -0.23 2.08* 8.01* 1.79 -26.74* -34.07**
P3xP5 -15.52+* -3.11 1.47* 0.2 1.79 -6.14"" -10.33 3.1
P3xP6 -0,93 5.37 -2.94** 561 -15.214* -12.62** -0.89 16.6
P3xP7 1.11 3.67 -1.05 2.69* 3.7 17.27** 21.33* 8.42
P4xP5 -5.22™ 12.0* 0.32 0.24 8,53 -0.03 19.67** 208.08**
P4xP6 -1.3 4.82 Q.58 1.65 -B.47" 0.82 21.44** 48.01*
P4xP7 0.07 -7.89* -2.19* 0.94 -2.88 -2.62 -4.67 50.82*
P5xP6 -2.85 8.11* 0.62 -2.87 236" 3.57 -15.48* 20.75
PSxP7 -2.48 6.07 -0.82 -1.46 7.57 g.12** 45,07 -g1.4**
PExP7 5.49* -5.44 1.1 -0.06 -3.77 -5.36" -34.82"* -153.18**
L.s.D
Sij 5% 276 7.99 1.43 1.73 2.2 3.67 14.89 219
1% 3.64 a2 1.89 2.27 2.89 484 19.61 28.84
Sij-Sik 5% 482 12.2 25 3.02 3.83 6.41 26.0 38.23
1% 6.35 16.07 33 3.87 5.05 8.44 34.23 50.35
Sij-Skl 5% 451 11.42 2.34 282 3.59 6.0 24.32 35.76
1% 65.94 15.03 3.08 372 472 7.9 32,02 47.09
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Table (6): Estimates of genetic compenents and various ratios from Hayman's analysis analysis F1 and F2 diallel

Crosses.

Genetic Plani Spike Number Number of | 1000-kernel A Total plant
prameters t?;:ﬁ;irt:o height length of spikes kernel pet weight Gr?'%y;eld weight
and ratias 9 {Cm.} {Cm.} per plant spike {gm.) gm. {gm.}

F1 Hybrid
b y4,74"" 169 68 7. 14 23.5* 144.43** 60.32 170.34 10378.5
F 106.99 0.24 .77 4.01 126.16 39.04 269.18 14425.16
H1 226.2* 216.27 24 .59 67.17* 338.27* 179,147 1476.51* 74925.63**
H2 168.54* 2020 19.0G** 65.55* 280.67+ 131.85 1340.04*~ 59946,35*
hz 42.98 16.33 3.39 89.39 8.68 28.54 460.39* 67767.16**
{(H1/D)1/2 1.55 1.13 1.85 1.69 1.53 1.72 2.94 2.69
(H2/4H1) 0.19 0.23 0.19 0.24 0.21 0.18 0.23 0.2
KO/KR 2.15 1.05 26 1.1 1.8 1.46 1.73 1.7
"H2/H2 0.26 0.08 0.18 1.36 0.03 0.22 0.34 1.13
Heritability n.s 0.34 0.1 0.07 0.37 0.34 0.39 0.05 0.25
b.s 0.96 0.65 0.88 0.94 0.96 0.77 0.9 0.95
F2 Crosses
D 0987+ 161.28* 218 23.37* 94.84* 91.83"* 546.13* 21223.61*
F 159.68** -89.05 1.90 12.7* 42.7 106.19 505.55 31773.61*
H1 197.07* 443.61* 3.92~ 34.8* 268.52** 221.8* 1931.74* 30827 .49™
H2 117.97** 390.76** 3.01 29.65* 222 64" 177.34* 1629.08** 26222 .02**
h2 74.30** 65.49 0.53 0.94* 3.65 5.54 -15.04 6253.43
(H1/D)1/2 1.41 1.66 1.34 1.22 1.68 1.55 1.88 1.37
(H2/4H1) 0.15 0.22 0.19 0.21 0.21 0.2 0.21 0.17
KD/KR 368 0.69 1.96 1.57 1.31 2.19 1.66 3.41
H2/H2 0.63 0.17 0.19 2.26 0.02 0.03 -0.03 0.24
Heritability n.s 0.22 0.57 0.27 0.48 0.46 0.23 0.25 0.18
b.s 0.93 0.92 0.6 0.93 0.98 0.91 0.86 0.98
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All H2 values were smailer than H1 values for all traits which complies
with the thieoretical assumption of Hayman (1954) and could be a further
proof for the unequal proportions of positive and negative alleles in the
parents at all loci for hese characters. The over all dominance effects of
heterogygous loci was significant for most studied characters in the F1 and
F2 indicating that the effects of deminance in due to heterogygaosity. The
covariance of additive and dominance (F) was not significant for all studied
chararcters, except spike length in the F1 and days heading, number of spike
per plant and total plant weight in the F2, indicaling an excess of recessive
overdominance allels. From the a forementioned resull, it could be concluded
that the dominance genetic components (H) appeared to he the major portion
of the genetic variation. This was confirmed by the insignificant magnitude of
GCA/S SCA ratios.

The proportion of the genetic components are pressented also in
Table (6). The mean degree of Dominance, (H1/D)"? was higher than unity
for ali studied traits in the F1 and F2, indicating an over dominance effect.
Values of (H2/4H1) were less than 0.25 for all studied traits in the F1 and F2,
revealing asymmetric distribution of positive and negative alleles among
parents. The ratio KD/kr show the proportion of deminant and recessive
genes. Dominant genes in the parents were found for all studied traits in the
F1 and F2 except plant height in the F2. This conclusion is also supported by
the fact the value of (H2/4H1) was less than 0.25. Low values for heritability
were detected for all studied traits, indicating that most of the genetic
variance are due to non-additive genetic effects. Being in support of previous
conclusion of predomination of dominance gene action. These resuits agree
with those obtained by El-Sayed (2000), Hamada and Tawfelis (2001),
Mostafa (2002) and El-Sayed (2004).
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