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Fig. (l):PCR al1al)'. is of
 
trwl genic wheat plants. A:
 
Amplified peR pro'dUl'tii for
 
DylO gene (9L bpj. B:
 
A"'plijied peR produ 't jar
 
gttS gene (10,-0 hpj. Co' 8
 

Amplified peR pmducts for
 
bar gene (443 hpj. Lalle I:
 
D1VA markef (J kb ladder),
 
lam! 2: IIegatil le control,
 
lalle 3: pO,r;;#illt! control 

c
 
(plasmid), lanes 4-1:
 
tram;ge"ic piQIIl '.
 

Fig.	 (2): Expl'e sinn oj' mal'ker gene'. (A) Gl.-S 
exp essifHl ill kCfllel (if Iran enir: plWll (left) ami 
n(J expl'e sion in /lon-transgenic plam (";ght). (B) 
leaf of Ir{lIfsgenic plflllt shonlino re"i; tU11L:e to B 
/terM ide (top) am} leaf of lIon-l1'£111 genic pl.tmt 

105 bp 

4·Bbp 

. hm\';lIg necro i (bottom). 

Our i] itial at mpt lo detect he 
integration of the transgenes in til genome' 0 

the transg nk pia It<;. \ 'a. pcrfomled using 
peR analysis, Dr A wa~ isolaled from pu ativ' 
transgenic an non-rran.g 11ie plants (' ntrol) 
then subjected to peR analysis usin ' 'p c-lfic 
primers for ea~ b'an, g~ne (Table 1). TIle 
primers of marker gene, are rominely u.l;;d h) 

detect both genes in tralrgenjc plant" ~H et 
al., 1999; Abdallah t "I.. 2004 and Fahmy et 
al.2006). 

peR reSl ts revealed pro Het of tht: 
expected'lze , 10-0 bp for gJ./s ge e and' 43 
bp for bar gene as ow'n In Fig. (l). th ata 
confinned the i[']t-~'r:f31ion of both mark r gen 5 
in the genome of the tour \'11 at plams lTable 
2). Intere tingly, no capes \vere e\' loped 
indicating tha tIle election sy nil u ed i thi, 

rudy i' effick 1. A similar fin ing \. 'a~ 

obtain d pre\"iously when h ori 0 1nuJ proto 01 
wa' pLlblishe (Fahmy et al.. 1006). To Ollf 

1mowl doc peR analy. i::; has not been used 0 

detect Lransgenic Hr\ \V glUtenin g n S i 
tra :,.;genic br ad-making \' heat 'arieti s 
because tho e van ties all' .ad! have 
endogt'Jnotl" 'opies of BMW glutenin genes. ]n 
our lab, we d :;:.i.=ne sp 'lific primer (Table 1 
that an di tirtguish bet\ve~n the rransgcne 
tDy 10) and th endogenou opy (Abdalla 
2007, in press). These pmner' \'orked 
efficiently CF ig. I) wh f' the.y a111pli tied 91_ 
bp from pUlii 1\el-,' ansgenic \ le-at plant 
whH no amplification \vas dctect~d fi'om the 
~ndog neus copy f the DylO gene. T le data 
confirm d the in egration of Dy 10 tran u~n in 
lh gen me f the fuur wheal plants. 
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Fig. (3): P-HPLC results for glutenin extract from non- transgenic (control) and four transgenic wheat plants. 

Expression of marker genes was 
examined histochemically for gus activity and 
by leaf painting assay for bar (Fig. 2 and Table 
2). The four plants were positive for both 
marker genes. It is worth to mention that the 

integration and expression of the transgenes 
did not affect the fertility of the transgenic 
plants where all of them set seeds (Table I). 

HPLC has frequently been used to relate 
the quantity of gluten protein fractions for 
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