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ABSTRACT

This investigation was carried out at the Laboratory of Biotechnology at the Faculty of Agriculture -
University of Damascus, during the season 2009-2010. Ten wild species and a cultivated one (as a
control) were planted to study the genetic diversity among them and to determine the degree of genetic
similarity using the ISSR (Inter Simple Sequence Repeats) technique. The used primers proved their
effectiveness in showing polymorphism among the studied species and the control. Primers gave a total of
92 allele with a polymorphic percentage of 100%. The number of bands for each primer varied from a
minimum of 5 bands for the primer (ISSR34) to a maximum of 21 bands for the primer (ISSR-41) with an
average of 11.5 bands for each primer. Cluster analysis and Dendrogram showed the highest degree of
genetic similarity between species M. rotata and M. polymorpha (0.23), while it was low between species
M. orbicularis and both species M. rotata and M. intertexta (0.57). Results showed a vast genetic
diversity among the studied species.
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