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ABSTRACT

Cluster analysis can be used to identify cultivars with similar adaptation, which
- can be useful for sampling in subsequent studies and parental selection in
hybridization breeding programs Twenty-one flax genotypes differed in their origin and
purpose were used in this study. Sideen agronomic and yield characters were
evaluated. Analysis of variance revealed significant differences for all studied
characters indicating the presence of considerable amount of genetic variabifity. The
variation due to parents, crosses were also significant for presence of most
characlers. Parents vs crosses were significant for most characters, indicating the
heterctic effects. Significant positive heterosis over mid-Parents, better parent and
commercial cultivars were observed for seed vyield/fed, number of apical
branches/plant and number of capsules/plant. The crosses exhibited heterosis for
seed yield atso showed significant heterosis for most yield components characters.
The cross combination Sakha 3 x Gowhar surpassed all genotypes for oil content.
The 85% of dissimilarity coefficients were significant.

The Twenty-one parents were grouped into seven major groups based on
relative dissimilarity among them with significant differences between groups for most
characters. The maximum distance observed between cluster V and VI, whereas the
minimum distance between cluster Il and VI, The forty one genotypes were grouped
into ten clusters, while most F; combinations were distributed on seven differed
clusters indicating that the progeny. produced from crossing between two distantly
related parents showed divergent distance and gave values surpassed their parents in
most characters.
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INTRODUCTION

Heterosis is a complex genetical phenomenon, which depends on the
balanced of different combinations of gene effects as well on distribulation of
plus and minus alleles in the parents. Exploiting heterosis is one of the
methods used to increasing yield, fiber and seeds that have stagnated in
recent years. The knowledge of the nature and extent of genetic variability
plays an important role in designing a successful breeding program.

It is an established fact that in any plant population greater the genetic
variability greater the chance of obtaining the desirable gene recombinants
with increase heteratic effects (Kumar and Rao, 2008). Few researches were
made on the heterotic effect in linseed, for this regard Mahto et al. (2001),
Rao et al. (2001), Kusalkar ef al. (2002), Bhateria and Pathania (2003), Ewes
{2006) and Mohammadi et al. (2010) studied heterosis in seed yield and its
components characters and found that heterosis was observed in most yield
characters .

Genetic divergence among parents is considered an important factor
for obtaining heterotic effects. This diversity is one of the restraining tools for
breeding programs based on hybridization, because it generate parameters
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for identifying superior parents. This distance is essential to increase the
chance of recovering superior genotypes. Cox ef al. (1985), suggested
crossing distantly related lines in an inbred improvement programmed to
maximize the number of segregating loci in the F, and subsequent inbred
generations.

Estimation of genetic diversity is an important step for a breeding
program, but not the last one. Another helpful issue to be evaluated is the
relative importance of the characters. The efficacy of the genetic divergence
as a criterion for choosing parents for crossing programs has been reported
by many workers ( Verma, 1996; Mahto and Verma, 1998; Mansby eif al.
2000; Adugna et al. 2005 Moreover, Chandra 1977, Kumar and Rac 2008
and Tadesse ef al. 2009 ), Selected some genotypes from distinct cluster for
hybridization program to obtain high heterotic expression and also to recover -
desirable transgressive segregates.

Hence, The objectives of this research was to determine the
variability and heterotic effects amaong flax combinations and assess genetic

_diversity among 21 parents of flax as well as among parents and F; hybrids.

MATERIALS AND METHODS

The experiment was conducted at Gemmeiza Agric. Res. Station
during the two growing seasons of 2007/08 and 2008/09. Twenty one
parental genotypes belonging to { Linum usitatissimum L. ) were used. These
genotypes were differed in these origin and purpose. Origin and purpose of
these genotypes are shown in Table 1.

Selfed seeds of 20 parents were sown and crossed as male with the
local cultivars Sakha 3 as female parent to produce 20 F, hybrids in
2007/2008 growing season. The twenty one genotypes with twenty Fy hybrids
were growing and evaluated in a randomized complete blocks design with
three replicates. Each entry was planted in a single row. The row to row
distance was 20 cm and five ¢m within row with three meters row long for
each studied genotype.

Data were recorded on ten individual guarded plants from each
genotype on days to first fiower, days to 50% flowering, days to maturity,
plant high, technological stem length, fruiting 2zone length, main stem
diameter, number of apical branches / piant, number of capsules / plant,
number of seeds / capsuile, seed index, seed yield / fed, fiber yield / plant,
fiber length, fiber fineness and oil content %.

The data were subjected to two methods of statistical analysis.
Initialty, the analysis of variance ( F test ) for all sixteen characters was done
to detect the significance of the observed differences as described by Sokal
and Rohlf (1995). The amount of heterosis was calculated as follows.

Mid parent heterosis = £ - MP_ x 100
MP

Better parent heterosis ( heterobeltiosis ) = F, — BF

BP

x 100
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Superiority of F, hybrids over the standard commercial chegk variety:

Superiority = £, - €C

cc
L.S5.D for mid parent, better parent heterosis and commercial cultivar
were estimated. .

x 100

Where, F;,, MP, BP and CC refer to means of F( generation, mid parent,
. better parent and commercial cultivar, respectively.

After this step, multivariate technique was used to assess the
dissimilarities among flax genotypes. This technique was found to resolve
several phenotypic measurements into fewer more interpretable and more
easily visualized dimensions ( Johnson and Wichern, 1988 ). Therefore,
Hierarchical clustering procedure using ward's minimum variance method,
which minimize within group sum of squares across all partitions, was applied
fo determine the genetic diversity and distance as outlined by Anderberg
(1973} and developed by Johnson and Wichern (1988). The Euclidean
distance was computed and the results from clustering analysis are
presented as dendrograms, the dendrogram is constructed on Euclidean
distance base. All computations were performed using Minitab (1998) and
SPSS (1995) computer procedures.

Table 1. Genotypes and pedigree of parents.

No. |Genotypes| Performance Pedigree or origin Pumpose

1- G4 L ocal cultivar Pink Giza x Oil Giza Dual purpose cultivar
2- Geab Local cultivar Hindi x Giza 4 Dual puipose cultivar
3- 8 Local cultivar Giza 6 x Senta catalina purpase cultivar
4- Local cultivar L.2348 x Hera purpose cuttivar
5- ia20 [ntroduced variety  [Romania Fiber production

6 Introduced cultivar _ India J0il production

7- Bombay _ fintroduced cultivar_ India il production

8- Hermes  Introduced culfivar Netherlands Fiber production

9- LI clie ine Fiber crops Res. Sec. il production

10- L3 i ocal elite ine Fber crops Res. Sec. O} prociuction

11- L4 Local elite e Fiver crops Res. Sec. Ol production

12- L5 lLocal elte ine Fiber crops Res. Sec. O# production

13- L6 elite line Fiber crops Res. Sec. Oi prochuction

14- 15 elite ne Fiber crops Res. Sec. K0ii production

15- L16 Local elits line Fiber crops Res. Sec. 0il production

16- K02 Local elite line Fber crops Res: Sec. Oil production

17- K35 Local elite line Fiber crops Res. Sec. il production

18- B33 elite line ¥Fiber crops Res. Sec. Ol production

18- 2419 elite line crops Res. Sec. Oil production

20~ 2467 i ocal elite ine Fher crops Res. Sec. 0l production

21- Sakha3 Local cultivar L.2096x telinka2E Elite fiber flaxline -
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RESULTS AND DISCUSSION

Results of the analysis of variance (Table 2) revealed that the
differences between the genotypes were significant for all studied characters,
indicating the presence of considerable amount of genetic variability. The
variation due to parents was also significant. Such variations could be
attributed to the varied in genetic background of parents. Chandra ( 1977 ),
working on the diversity of flax, reached similar conclusion with regard to the
varied back ground of ftax landraces. The crosses showed significant
differences in most characters, revealed that this variability could be
transmitted to the progeny. Also, the variation due to parents vs crosses was
also significant for most characters, indicating the heterotic response for
these characters.

The obtained results of heterosis for yield and yield components
characters are presented in (Table 3). The data revealed significant heterosis
over mid-parents levels and better parent for seed yield / fed. Sixteen F,
combinations showed significant positive heterosis over better parent for
seed yield, while seven combinations gave Superiority over commercial
parent. The combinations Sakha 3 x Romania 20, Sakha 3 x Giza 8, Sakha 3
x L 5 and Sakha 3 x Gowhar gave the best values. Regarding to yield
components character number of apical branches / plant , five cross
combinations exhibited desirable heterosis over better parent, positive
values, and two combinations showed the same trend over .commercial
parent. The cross combinations Sakha 3 x Giza 6 and Sakha 3 x L 5 gave
best values over better and commercial parents. On the other side, two
combinations showed significant negative values for such characters. Thus it
was desirabie for fiber propose.

For number of capsules / plant (Table 3 } fourteen and eight crosses
exposed significant useful heterosis over better parent and also found
Superiority over to commercial parents respectively. No crosses exceeded
better parent for number of seeds / capsule, but thirteen combinations
surpassed commercial parent for this character.

Concerning to oil content, no any combination crosses exhibited
significant usefut heterosis over better parent, also, four combinations
showed Superiority over commercial parent. The combinations Sakha 3 x
Gowhar surpassed all genotypes, parents and crosses, for oil content , this
might due to the Indian genotype Gowhar might possess most dominant
genes which control in cil content and this characters could transmitted to the
progeny. In the same trend Sakha 3 x Sakha 2, Sakha 3 x 2467 and Sakha 3
X 2419.

It is inferesting to note that , the higher vield / fed dose not necessarily
depend on the high heterotic behavior of the combination of ail yield
components which are ultimately associated with yield be sufficient to
enhance the yield. Roa et al. (2001), Kumar et al. (2002) Singh et al (2009)
and Mohammadi (2010 ) also reported almost identical .
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Yable 2. Analysis of variance for the studied characters of flax genotypes.
. ' M.S. ]
50% Main [Fruitingd N. of N.of | N.of Seed |Fiber Fiber | OIll
8.0V Bﬂ First Days at| Plant | Stem o Iul Seed Fiber
ower stem | zone | apical ICapsulas) Seeds/ yleld/! |Yield/ Fine- lcontent]
Nowe aturity| height | length index length
ing diameter| length franches| / plant [Capsule| fed. |plant ness [ %
ops 2 1754|1254 274 | 0.25 | 7.83 Q.0249 861 | 1309 | 1049 | 0.285 |0.024] 333.00 .00 1.24 216.00] 1.488
notypesM0ol3.087119.427| 15.03" |58.57 |53.53 | 0.2384 [40.20° | 0.331 40.82 | 0.476 {1.269 [23241.00 [0.058 |4D.19 |470.7 | 4.85
arents 9.56134,287| 28.12° (68.32 |67.45 |0.3517 |56.15 | 0.333 | 33.31 0.354 [1.72 [13852.00 10.087 |62.57 [352.00 | 2.434
rosses B2 485 1.99 (1379 [ 191 (0.06805 {23.63 | 0.312 | 24.27 0.146 0776 | 21743 10,026 [18.51 B17.45 {7.581
P.VSC 345 ] 311 | 1.15 [714.40 429.26] 1.185 | 36.11 | 0.668 | 505.5 | 9.200 |1.585 | 236461, J0.073 [364.52 | 56.04 | 1.281
rror 536 | 4.06 | 0.915 | 5,71 | 4.05 | 0.0281 | 7.52 0.159 3.79 0.134 [0.254| 387 10002| 258 | 36.5 | 0.454
*, ** Significant and Highly S bility Respectively,

ignificant At 0.05 and 0.01 Level of Probal
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Table 3. Heterosis over mid-parents, MP, better parent, BP and commerclal cultwar, CC, for yleld ahd y:elcl
components characters
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Hierarchical clustering analysis:

This procedure, using disjoint cluster analysis on the basis of Euclidean
distance, was applled to illustrate relative genefic distance and genetlc
divergence within a given germplasm base.

a- Among parental genotypes:

The actual values of Euclidean distance correspondlng to the 210
possible comparisons, taking two genotypes at time are given in Table 4,
These estimates that treated as Chi-square values showed that about 85% of
. the values were significant. Euclidean distance was ranged from 8.029
between Romania 20 and Sakha 2 to 221.4 between Gowhar and L §.

The genetic divergence based on Euclidean distances between the
twenty one parental genotypes is graphlcally illustrated as dendrogram, tree
diagram, in Figure 1.

The 21 parents were grouped into seven major clusters according to
hierarchical clustering anatysis based on the relative dissimilarity among 21
parents and 16 agronomic characters. it is clear that, the parent Gowhar, L 5
and Herms formed a wide three groups having divergent distance from the
other genotypes and from each other. The dendrogram showed that the
divergence between Romania 20, Sakha 2, Giza 8 and L 4 was not clearly
pronounced, since these parental genotypes appeared to be closely related
with average coefficient 10.8 inter cluster.

Distribution of flax parental genotypes in clusters is given in Table 5. .
The twenty one flax genotypes were grouped into seven major clusters
revealed a large amount of genetic variability. Cluster | represented 19% of
total material consisted of four genotypes, Romania 20, L 4, Giza 8 and
Sakha 2 with the lowest average dissimilarity coefficient 10.838. These
genotypes were varied in purpose, but agreement in large seed yield with it's
attribute { number of seeds/capsules and number of capsules/plant. Cluster I
contained four genotypes which accounted 19% of total material also. Most of
these genotypes were local elite line and tester (Sakha 3) with average
coefficient 28.066. This cluster was large divergent distance with the other
clusters. The genotypes of this cluster characterized by decrease in seed
yield with its attributes. Cluster lil consists of five genotypes (23.8%) such as
Bombay ( Indian genotype ), two local cultivars ( Giza 4 and Giza 6 ) and two
local elite line, with average coefficient 25.496. Cluster IV contained five local
elite line (23.8%) and characterized by high straw yield with very late in
maturity and decrease in seed yield with the second small avearge coefficient
within cluster 14.248. Contrarily, clusters V, VI and VIl consisted of one
genotype (4.8% of total material) for each. L 5, Herms and Gowhar,
respectively. These genotypes were highly significant distance with the other
genotypes. The divergent distance was obtained among cluster V and VII. El-
Mansy et al. (2010) reported that chose parents which have greatest genstic
divergence in order to obtain the best combination. However, not only genetic
divergence might be used to choose parents for crossing, but also their
performance.
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Table 4. Squared Euclidean dissimilarity coefficients among the flax genotypes.

Euclidean Distance

Case| 2 3 4 5 6 7 8 9 |10 | 11 [ 12 |13 | 4 (45 116 | 17 | 18 1 19 | 20 [ 21
1 _1177.4|99.8 | 67.0 |170.8| 39.3 |123.3| 9.7 | 38.4 | 456 | 13.3 [149.1]|123.8/168.7( 59.1 | 8.0 | 59.1 /154.4{164.7| 78.0 [107.8
2 81.8/459)72.0/72.0(36.2 |113.5/71.8 |1221.4/99.0151.1134.2 | 69.5 | 74.9 [101.5] 57.8 | 56.4 [ 68.2 | 358.6:) 81.7
3 34.1171.6[63.0[60.7 |105.7) 64.7 |144.6/91.4 | 51.2}27.8 | 60.6 | 659 |94.0 | 528 | 56.4 [66.8124.4 | 24.1
4 104.7]29.8 [60.0 | 73.2 | 34.1 |111.8| 59.4 | 83.8 | 58.3 |102.5{ 48,6 {61.1 {32.0 | 89.7 [99.8 { 17.3 [114.8
5 133.1| 50.9 (176.3]134.9|1215.4|162.2] 24.4 | 50.2 | 11.2 [132.3|165.1[121.6( 21.5[ 13.8 | 93.4 | 34.1
6 87.2144.6(16.0 183.0|32.2 {111.3] 86.0 |130.9] 46.4 | 33.5 | 37.4 |117.3[127.3{ 41.7 [142.8
7 128.6] 86.6 [167.8]114.9{31.8 | 27.7 [ 51.1 [ 86.9 [118.1]| 73.5 | 34.5 [ 44.0 [ 459 | 36.9
8 43.6 | 39.9 1 16.3 {154.31129.1(174.1)| 63.9 | 14.5 | 66.2 |155.6(169.8| 83.6 {183.4
9 82.2|31.7 |113.0{ 89.4 [133.2| 42.8 { 33.8 | 28.2 |118.2/128.6( 42.2 |142.9
10 54.8 |193.31167.9(213.3[ 97.2 | 51.4 |102.7|198.7[208.9]122.6{151.0
11 140.1|1114.4/159.5| 50.8 | 8.6 | 53.8 |145.3/155.7] 70.3 |168.8
12 29.6 | 23.2 {111.7]143.3]101.4/ 10.1 [ 184 | 72.2 [ 44.4
13 46.1 |87.6 |117.5/79.6 | 35.9 | 45.6 | 49.9 | 23.5
14 125.8(162.6/120.1] 20.8 | 17.1 | 92.2 [ 35.1
15 54.6 | 40.9 /114.4]125.2) 52.2 1130.7
16 55.1 ]148.7]|159.1] 72.8 j172.2
17 105.4/116.5[ 35.7 {126.3
18 127 [77.4]35.5
19 8741334
20 102.8
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Figure | . dendrogram presentation of the studied parentat flax genotvpes .

Table 5: Distribution of 21 parental genotypes In different clusters.

Clusters No. [N. of genotypes "~ . genotypes

| 4 Romania20, L4, Giza8 and Sakha2
1] 4 533, L3, Sakha3 and L1

1] 5 Bombay, 435, Giza4, Gizab and L16
v 5 2467, 402, L15, 2419 and L6

V 1 LS

Vi 1 Hermms

Vil 1 Gohar
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Therefore, these clusters might be consisted of divers genotypes on
the basis of quantitative characters, The selected genotypes from various
clusters are suggested to be used in crop improvement in future, {(Singh et al.
1997). Inter-cluster distance is a good indication to select diverse parental
lines. It is suggested that superior pure line from diverse cluster may be
chosen for hybridization due to better performance of hybrids ( Ghafoor et al.
2001).

b- Among parents and F, hybrids:

The studied fiax genotypes, parents and Fi's were subjected into
clustering analysis based on Euclidean distance between them. The
clustering pattemn of these genotypes are graphically illustrated as diagram in
Figure 2 .The distribution pattern of F, heterozygous was more or less
influenced by their parents as expected on the basic of close affinity between
the parents and their F, hybrids. The 41 flax genotypes, 20 F, hybrids and 21
parents, were grouped at ten major clusters (Figure 2) while the Fi's were
grouped at seven cluster (Table 6). Cluster | was the largest one and
included 13 genotypes, seven of them were F, and six were parental
genotypes with the smallest coefficients 5.346, most of F; hybrid's in this
cluster between the two distinct parents. Cluster Hl contained three F,
genotypes. All these genotypes were among divers parents with average
coefficient 27.7. This cluster was widely divergent from the other clusters
specially cluster | and closely related with cluster V and VI! with coefficient
58.28. in the same trend, cluster VIl contained one F, genotype Sakha 3 x
Giza 4. Such conciusion might indicate that considerable divergence cloud be
created by hybridization, since F,'s were widely dispersed from their parents.
Cluster |V aggregate six genotypes two of them were F, and the other were
parents. The mean dissimilarity coefficient among the six genotypes was
17.92.

it is worth to note that, the Indian variety Gowhar was grouped in
wide cluster and wide divergence from the other clusters, this variety was the
earliness genotypes with largest oil content. Cluster VIl consisted of three
genotypes, two F, with one inbred line (L 5) with average dissimilarity
coefficient 21.25. In contrary, cluster IX consisted of six genotypes one of
them F, heterozygous resulting of crossing between two distinctly parents
Sakha 3 and Giza 8 with average coefficient 18.69 and this cluster was
closely related with clusters Hl and IV. The Netherland cultivar formed unique
group and closely related with cluster VII1.

Most F, combinations were distributed in a different cluster and no
fall around the parents in the same cluster. The observation suggested that,
the genotypes from different origin and different parents fall in the same
cluster and, thus indicated their closeness. On the other hand, the genotypes
from the same origin " Parents " were distributed to different clusters.
{ Tadess et al. 2008) .
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Figure 2. dendrogram presentafion of the studied flax genotypes ( parents and ¥ ).
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Table 6. Distribution of 41 parental and F;'s genotypes in different

clusters.
Cluste N. of Genotypes
No. noty|
[Sakha3 X L16, Romania20, Sakha2, Giza8, L4, Sakha3 X 533, Sakha3 X]
| 13 (GizaB, Sakha3 X 402, Sakha3 X 2467, 435, Sakhald X 2419, Giza4,
[Sakha3 X 435
1] 3 ISakha3 X L5, Sakha3 X Romania20, Sakha3 X Gohar
1] 6 [Sakha3 X L3, Sakha3 X L4, Sakha3 X L15, Bombay, L16, Gizat
[\ ] [Sakha3 X L1, Sakha3 X L6, Sakha3, L1 ,L3, 533
V' 1 sakha3 X Herms
Vi 1 Gohar
Vil 3 akha3 X Bombay, Sakha3 X Sakha2, L5
Vil 1 akha3 X Giza4
[ 6 [Sakha3 X Giza8, L6, L15, 2467, 2419, 402
X 1 Herms

Results in Table 7 illustrated cluster means of 16 studied characters,
involved in Euclidean clustering analysis, for each cluster. Cluster Il
characterized by high seed yield with significance with the other clusters, with
superiority in other yield attributes. While, it was approximately early.
Whereas, cluster VI was superior in all earliness characters with oil content
ratio and fiber yield " straw yield " on the other hand, cluster Vil gave the best
value for fiber length.

Based on genetic divergence between genotypes and cluster means,
it can be concluded that genotypes of the selected clusters 11, VI, Vil and the
cultivated variety Sakha 3 could be selected for a breeding programs aimed
to improvement yield and quality in flax. Our results were agreement with
Kumari and Roa (2008).

It is evident to note that crossing of distantly related parents may give
best hybrids which surpassed their parents in most characters and should
higher variance in most characters in segregating generation rather than
crossing between closed related parents, which agree with Ali et al {1995).
While, Sandhu and Boparai (1997} reported that genetically diverse
genotypes when used as parents in hybrid breeding program generate a wide
range of variability and provide transgressive segregants in a hybridization
pregram, thereby enhancing the probability of new genotypic expression due
to accumulation of maximum desirable genes.

Flax breeders desire to increase genetic diversity among new
cultivars, while at the same time maintaining the complex of desired
agronomic and quality traits present in existing popular cultivars. Developing
such a combination can be difficult, as the introgression of new genetic
material is expected to disturb genetic complex responsible for desirable
traits. The use of cross among divergent cultivars could be a means to
achieve both ends.
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Table 7: Cluster Means of the Contributed Ciusters in

Each Cluster.
Contributed Characters
Ne. No. of Waln F iting] N. of N.of | N.of Seed | Fibe;
d . n T . O . .
Gono- |Plant|Stem| " Seed "\Fiber| Fiber | O |First| 50% [Daysat
Cluster stem | zone .| apical Capsules] Seeds/ yleld /| Yield!
types heightieng ndex langthFinenesskontent®ift oweri rity
iameter length jbranches| [ plan [Capsul fed. |plant|
13 93.24/66.81{ 243 (2643 | 477 21.24 842 [6.98D47.99 1.76 ([57.98 225.84 | 33.88 [108, 490,56 |{134.33
[ F 87.21|67.38| 252 [20.84 | 486 | 2274 | 872 |T.10[78.00f 1.79 [50.50) 223.78 | 35.66 [104.78 118.22 [ 133.67
1 F 91.08| 674 | 217 | 2368 | 441 18.00 | 8.22 [7.13[304.17 1.78 |58.27} 224.20 | 33.25 [109.93] 119.88 | 134.23
1 ] 91.53|68.26( 2.16 | 23.26 | 4.39 17.58 8.35 |6.93[B41.57] 1.61 150.117] 231.52 | 33.31 [100.78 120.11 | 134.44
N 1] 97.27|67.23| 240 | 30.03 | 4.97 19.87 8.84 |6.63 [445.20] 1.64 |S8.43| 26847 | 3147 [05.67 116.67 | 134.33
Vi [t 86.53(64.27] 2.54 | 2227 450 17.67 | 8.20 |6.27 1.6g 1.04 [65.77| 228.21 | 37.20 |94.33] 106.00 | 121.33
V_H. 95.87169.39| '2.50 | 26.48 | 4.37 19.33 | B8.50 |6.76 M22.27) 1.67 |60.77] 225.81 | 34.57 [108.67] 119.33 | 134.78
vHI F 95.33| 67.7 | 2.52 | 27.63 | 4.77 25.47 8.63 [6.83[358.40y 1.88 |58.07 269.78 | 33.51 |40.57( 118.00 | 133.00
IX P 93.27166.03| 2.07 |24.556| 4.00 17.667 | 7.902 | 7.44 263,66 1.04 [60.122| 220.31 | 33.61 [110.83 115.04 | 134.22
] 96.27166.03] 1.88 | 30.23 | 4.00 14.8 7.73 | 6.80 320.47) 1.88 |57.67] 265.14 | 34.26 NOB.00 119.67 | 136.33
.8.D 390320 027 | 447 0.65 3.17 0.59 [0.82(32.15|0.07 | 262 | 9.86 110 | 3.78 | 3.28 1.85
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