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ABSTRACT

This study was carried out on 556 samples from nasal swabs, lung, bronchial lymph node and
trachea, collected from diseased (314) and apparently healthy (242) cattle in different Sharkia and
Cairo Governorates. Culturing, identification and serotyping of the isolates showed that the overall
prevalence of infection in the examined samples was (65.8%), bacteria were the most prevalent
isolates with a percentage of 37.9% followed by Mycoplasma (17%) and Acholeplasma (10.7%).
Mixed infection of Mycoplasma and bacteria accounted for 20.5%, while mixed infection with
different bacterial infection accounted for (8%) in the examined samples.

Polymerase chain reaction (PCR) targeting the 16srRNA gene techniques was used to confirm
.identification of M. bovis by the presence of specific single band at 360 bp and M. arginini by
the presence of specific single band at 280 bp. Random amplified polymorphic DNA (RAPD)
technique showed the genomic diversity among P. multocida and M. haemolytica field isolates
because the banding patterns of field isolates differed from one isolate to another. Mixed
infections were estimated to detect the effect of different interactions between microorganisms
(Mycoplasma and bacteria) to assist the severity of respiratory disease.

INTRODUCTION

Bovine respiratory disease (BRD) is a major
health problem of cattle worldwide.
Investigation of microorganisms that affect the
respiratory system is very important for
evaluation of the role played by different
microorganisms in respiratory diseases (1).
Mycuplasma acts as a stress causing agents
leading to a decrease in host defense mechanism
and thereby allowing bacteria to invade and
colonize the lung causing alveolar pneumonia
(2). The bacteria commonly associated with
BRD are Mannheimia haemolytica type IA,
Pasteurella multocida and Arcanobacterium
pyugenes (3). Mixed infection of Mycoplasma
species and other bacteria has been reported (4).
PCR technology is the most promising
diagnostic technique due to its rapidity,
economical convenience and sensitivity (5). The
RAPD method has been used to study
heterogenicity in closely related organisms (6).
The current work was planned for:

I) Isolation and identification of Mycoplasma
and bacteria from diseased and apparently

healthy cattle in Sharkia and Cairo
Governorates, Egypt.

2) Serological identification of the obtained
Mycoplasma isolates using standard antisera.

3)molecular identification of mycoplasma
isolates Using PCR technique to confirm the
Mycoplasma isolated strains.

4) Using random amplified polymorphic DNA
(RAPD) technique to differentiate between
M. haemolytica and Pasteurella multocida
isolates.

MATERIAL AND METHODS

Samples: Five hundred and fifty six samples
from nasal swabs, lung, bronchial lymph nodes
and tracheal samples were collected from
diseased and apparently healthy cattle from
Sharkia (Facous) and Cairo (EI-Basateen)
Governorates. The samples were studied
bacteriologically.

Isolation of Mycoplasma: The culture media
were heart infusion broth and heart infusion agar
media (7).






















