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ABSTRACT: Diversity of four domesticated wheat cultivars or varieties (Sids 1, Sakha 
93, Giza 168 and Gemmeiza 10) and two wild wheat (Aegilops ventricosa and Aegilops Kotchyi) 
were analyzed by morphological, biochemical and molecular analysis. Five morphological 
characteristics i.e. Heading to date (days), stem number/plant, number of spike/plant, gram 
number/spike and 1 ODD grains weight (g) were calculated to show the difference among wheat 
cultivars and their relatives Aegilops species. High significant variations were observed among 
the wild and domesticated wheat cultivars. The four domesticated wheat cultivars were earlier in 
heading to date compared with the wild species with range 20 to 31 days in average. 
Biochemical analysis for peroxidase isozymes profile exhibited three marker banos (FxA,, PxC 1 

and PxC3 ) for the wild type cultivars, also Ae. ventricose expressed unique marker band at Px5c 
locus. Fourteen (10 mer) RAPD-PCR were used to detect the genetic diversity. In Total of 550 
amplified fragments, 51 DNA specific markers were detected. The number of reproducible 
bands/primer varied between 18 for primer OPC-12 and 56 for primer OPH-11 with a total of 
550 bands. The largest number of these markers was specific for wild wheat, A e. ventricoas and 
Ae. Kotchyi (20 and 12 markers, in respect). Furthermore, two specific large markers (1801 and 
2332pb) were observed in the two wild types. Also, two specific markers (280 & 987 pb) were 
reported for domesticated wheat Sakha 93. While, Giza 168 showed 5 specific markers (209, 
311, 578, 873 & 2510 pb) and finally Sids 1 and Gemmeiza 10 exhibited 6 specific marker 
ranged from 400 to 1108 pb.High similarity between the two wild wheat types was recorded. 
The four domesticated wheat cultivars were clustered in one group. 
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INTRODUCTION 
Genetic diversity is considered to be one of the key factors for 

improvement many crop plants including wheat. Plant breeders rely on the 
availability of genetic diversity during selection in cultivar development. The 
efficiency of genetic gain by selection can be improved if the patterns of genetic 
diversity within a population of breeding lines are known. Genetic similarity and 
or distance estimates among genotypes are helpful in the selection of parents to 
be used in a breeding program (Van Becelaere et a/., 2005). Varieties 
developed with wider genetic base may be helpful in enhancing the yield under 
various agro-climatic conditions (Asif eta/., 2005). 

Wild relatives of common wheat, in which the genus Aegilops is one of 
them, have become an important genetic resource of both resistance to various 
diseases and tolerance against abiotic factors (Nelson et a/., 1995). Genus 
Aegilops L. (Poaceae) is one of the wheat relatives that is capable of making 
different complexes with each other and with Triticum L. (Bor , 1970). The wild 
species of Triticeae family, especially the genus Aegilops L. are valuable 
sources of genetic variation for wheat improvement since they possess the 
genetic background of all the cultivated wheat having still unidentified important 
characters such as resistance to different biotic and abiotic stresses (Zaharieva 
eta/, 2004 ). 

Aegilops is the source of several disease resistance genes that are of 
agronomic importance and have been successfully introgressed into wheat 
(Bariana and Mcintosh, 1993). Genus Aegilops L. has been the most intensively 
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