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ABSTRACT 

The present study was carried out at Sakha Agric. Exp. Station Res. during 
the three successive seasons 2010, 2011 and 2012. The objective of this study to 
estimate of some genetic parameters to understand the inheritance of yield and its 
components of cotton crosses (Giza 90 x pima s6

) and (Giza 88 x Australian).The 
experiment was grown in a randomized complete blocks design with three replication. 
The means of the six populations; P1. P2, F1, F2, Bc1 and Bc2 of two cotton crosses 
recorded for boll weight, seed cotton yield, lint cotton yield , lint percentage, 
micronaire reading, fiber strength, fiber length and uniformity ratio were subjected to 
scaling test and six population method to detect epistasis and estimates of m, d, h, i, j 
and L parameters. The results indicated that the additive dominance model was 
adequate to demonstrate the genetic variation and its important in the inheritance of 
most studied traits non allelic interaction was operating in the control of genetic 
variation in most studied traits. The additive gene effect, wee significant for quality 
traits in two crosses, while the dominance were significant for seed cotton yield, lint 
yield and lint percentage. 

INTRODUCTION 

The true knowledge of the gene action for various cotton traits is 
useful in making decisions with regard to appropriate breeding system, which 
be used for the development of new cotton genotypes. The knowledge of 
relationships among breeding materials is essential to the plant breeders for 
improving this crop. Mather and Jinks (1982) reported that generation mean 
analysis is a quantitative genetic method be able to estimate additive, 
dominance and epistatic effects. Genetic analysis using generation means 
have been used in cotton breeding to estimate the type of gene action 
controling of quantitative traits. On the other hand, heterosis breeding is an 
important genetic tool to facilitate yield enhancement In cotton, significant 
positive heterosis over·mid and better parent was detected for both number 
of sympodial branches per plant and yield of seed cotton per plant Bhatti, et 
a/., (2006), for both lint yield and boll number per plant Garg, eta/., (1987). 
Kearsey and Jinks (1968), cleared that heterosis relative to mid·parent and 
better parent was found to be significantly positive for boll number per plant, 
seed cotton yield and lint yield per plant in the intrabarbadense crosses, 
while, it was negative in the intrahirsutum crosses. Crossing between 
genetically divergent parents are expected to have a larger genetic variance 
among progenies than crossing between closely related parents, Khedr 
(2003). The present study aims to obtain useful information about gene action 
and non allelic interaction gen effect of some quantitative traits as well as the 
extent of hybrid vigour, inbreeding depression and potance ratio in the two 
cotton crosses. 






















