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ABCTERACT: This study was conducted during the period from 2012 to 2014 for improving 
the productivity and fruit quality of local resources of sweet melon by increasing their homogeneity 
through inbreeding and selecting the best individual genotypes during four successive 
generations to produce inbred lines was the aim of this investigation. Significant differences 
between the base populations and selected inbred lines were observed for all studied traits. The 
round fruits were observed in Bm920, Si819, Bm922 and Bm923 (0.88< fruit shape index< 1.1). 
Twelve out of 21 genotypes had fruits with cylindrical shape (1.1< fruit shape index< 1.5), while 
the remaining five inbred fines were oblong shape (1.5< FSI). Concerning the mean values of 
selected inbred lines ranged from 5.57 to 23.86 tonlfeddan and the highest values, i.e., 23.68, 
15.03 and 13.2 tonlfeddan were observed for Gs48, Kb613 and Fb25, respectively. Estimates of 
coefficient of variance (C. V %) values in the new selected inbred lines (C4) for the studied traits 
revealed higher homogeneity than base populations in all traits viz., Si819 and Bm924. Also, each 
of Bm920, Bm923, Si818, Si817, Fb25, Fb24, Ab12, Gs48, Ai511, Kb614 and Qi715 were 
homogeneous in all traits except average fruit weight, while Da 1227 was homogeneous in 
average fruit weight, seed cavity diameter, flesh thickness and fruit shape index. These new 
inbred lines are enough homogeneous and could be considered as new inbred lines of sweet 
melon. 
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INTRODUCTION 
Sweet melon ( Cucumis melo var. 

aegyptiacus L.) is a local variety of melon in 
Egypt. It is staple and refreshing fruit in Egypt 
(Ibrahim 2012). Melon's fruits are consumed 
in the summer period and are popular 
because the pulp of the fruit is very 
refreshing, high nutritional and sweet with a 
pleasant aroma (Melo et a/ 2000). Also, 
Melon (Cucumis melo L.) is an economically 
important dicotyledonous vegetable crop in 
the cucurbitaceae family. At present, melon is 
cultivated under both tropical and subtropical 
climatic conditions throughout the world 
(Reddy et a/ 2013). According to Ibrahim 
(2012) the presence of genetic variation in 
the breeding material at hand determines the 
success or failure of any breeding or 
bioengineering program. Therefore, the 
measurement of genetic variation and 
understanding mode of inheritance of 
quantitative traits are essential steps in any 
crop improvement program. 
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The most of cultivation of sweet melon is 
based on local open pollinated varieties 
which are maintained by farmers. The 
commercially important improved cultivars of 
sweet melon are Kahera-6, Ananas EI-Dokki 
and Shahd EI-Dokki. So, developing local 
sweet melon, based on local genotypes, may 
result in very promising outputs, especially 
because the germplasm of sweet melon is 
available in Egypt is having high genetic 
variability (EI-Shimi and Ghoneim, 2006). 
Reddy et a/ (2013) who reported that 
maximization of yield is one of the most 
important objectives of melon breeding 
programmes. Continued yield · increases in 
melon will likely depend on the availability 
and use of genetic variability and breeding for 
yield or yield-related traits. Germplasm is an 
indispensable material to plant breeders and 
germplasm collection is essential to crop 
improvement. So, systematic study and 
evaluation of germplasm is imperative to 
understand the genetic background and the 
breeding value of the available germplasm 
























