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This study was conducted at International Livestock Management Training Center of the Animal Production Research
Institute and Department of Animal Production, Faculty of Agriculture, Kafrelsheikh University. The objective of this study
was mainly share in to detect quantitative traits loci (QTL) affecting somatic cell score (SCS) in milk to improve resistance to
mastitis in Friesian cows under in Egypt. Blood samples were collected from all cattle and DNA was extracted from blood and
semen samples. The selected markers were specific to detect QTL for trait SCS in cattle. Markers were amplification in PCR
machine.

The results obtained could be summarized as follow: -

The present results have identified the most likely QTL to be near marker BMS885 on BTA4 and TGLA429-BMS882 on
BTAZ26, which reveals alleles that appears to be associated with reduced (SCS). The chromosome under study is more specific
to for SCS and resistance to mastitis. Microsatellite markers under study showed a relationship between MY, SCS and
resistance to mastitis. Its may be possible in the future to use microsatellites in marker-assisted selection in a criterion for

selection for resistance to mastitis in Friesian cows under Egyptian condition and the cows will be more profitability.
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Bos taurus autosome 4 and 26, Daughter Design.
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