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The present study amid at the determination of some molecular 

markers for fiber fineness, fiber length, boll weight and lint percentage in 

segregating generations of two interspecific cotton crosses Giza 45 x 

TAMCOT Luxor and Giza 83 x Deltapine. By using total protein, RAPD 

and ISSR analyses 2, 3 and 5 positive markers are produced for fiber 

fineness trait and 1, 3 and 4 for fiber length trait and 2, 4 and 4 for boll 

weight trait and 3, 2 and 5 for lint percentage trait, respectively. The 

obtained markers could be used for selecting some fiber properties; i.e. fiber 

fineness and fiber length traits all together depending on some positive 

markers. Also, it could be used for selecting some yield components; boll 

weight and lint percentage all together These molecular markers could be 

considered as reliable markers in Marker-assisted selection (MAS) in cotton 

breeding programs. As general conclusion, our investigation revealed that 

ISSR technique is better than RAPD technique to obtain molecular markers 

for fiber fineness, fiber length, boll weight and lint percentage traits in 

cotton.    
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