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ABSTRACT

Net blotch of barley, caused by Drechslera teres, is one of the most important and wide
spread disease attacking barley in Egypt. Eight pathogenic isolates of Drechslera teres were
isolated from diseased leaves of barley plants showing typical symptoms of net blotch,
collected from four governorates. In this study, Plants were treated with twelve treatments:
seven chemical fungicides, two biofungicides and three non-traditional compounds under
glasshouse and field condition. All treatments significantly decreased disease severity (%)
except eugenol which showed less efficiency. Also, the yield characters (1000 K.W. and
Grain yield/plot) were increased significantly compared with control. Electrolyte leakage (%)
was reduced significantly due to all treatments. Endogenous reactive oxygen species (ROS)
was significantly elevated early after pathogen inoculation and later catalase (CAT),
peroxidase (POX) and polyphenol oxidase (PPO) activities were increased significantly
compared with the control. Elevated levels of O~ early after inoculation could play essential
role in killing or suppressing the fungus and inhibiting disease symptoms as well as
stimulated enzyme activities. Also, the relation between host reaction and yield losses
attributed to net blotch infection of six Egyptian barley cultivars were assessed under field
conditions in two seasons. The assessment included, i.e. final net blotch severity (FNBS%)
and area under disease progress curve (AUDPC) as well as yield components, i.e. 1000-
kernel weight (TKW) and grain yield/plot. Yield losses were determined for infected and
fungicide protected plant. Gizal34 and 135 showed lowest levels of both FNBS% and
AUDPC and increased yield components where, Giza 2000 and 121 showed highly
susceptible and lowest yield components. This study is very important to the plant breeders to
protect the resistant cultivars from breakdown and create new resistant cultivars. On the other
hand, eight D. teres isolates showed different levels of virulence on barley plants were tested
on 39 barley genotypes. Barley genotypes varied in their reaction to D. teres isolates, where,
genotypes Clho9214, Tifang, Clho5791, Clho9819, Clho6311, C1ho9820, Giza 134 and Giza
135 were identified as resistant. But the genotypes Beecher, Canadian Lake Shore,
Manchurian, Algerian, Prato, Manchuria, Cape, Rika, Atlas, Harbin, Clho1243, Giza 121,
Giza 127, Giza 128, Giza 132, Giza 133, Giza 137 and Giza 2000 were identified as
susceptible genotypes. The PCR product using degenerate primer of MLO1 indicated that the
appearance of one fragment sizes about 950 bp. MLO1 gene was detected in 20 barley
genotypes selected from 39 barley genotypes.



